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Abstract: Severe acute respiratory syndrome corona virus 2 (SARS-CoV-2) first broke out in late 2019 and
raged around the world for three years, causing significant impacts on human health, economy and society.
Although the World Health Organization declared the end of the global health emergency status for COVID-
2019 in May 2023, its reinfection rate continued to rise along with the virus mutation and changes in popula-
tion immunity levels, which has posed a great challenge to epidemic prevention and control as well as disease
treatment. The identification of COVID-2019 reinfection risk is critical to preventing the reinfection detri-
ment. This review analyzed and summarized the reinfection risk of SARS-CoV-2 and its influencing factors in
the literature in China and abroad from January 1, 2020 to September 1, 2023, aiming at providing reference
for the effective control of SARS-CoV-2 reinfection. The Omicron variant was found to cause the highest rate
of reinfection, but was associated with lower severity and mortality. The cumulative risk of reinfection and
disease burden increased with the number of infections. Age, virus mutation, immunity level and personal

protection were important factors affecting reinfection. It is necessary to dynamically monitor the risk of
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reinfection, identify high-risk groups of reinfection, develop prevention strategies for reinfection and effective-

ly control the development and spread of the epidemic.
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